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SK-ES-1

RRID:CVCL_0627
Type: Cell Line

Proper Citation

RRID:CVCL_0627

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 0627

Proper Citation: RRID:CVCL_0627

Description: Cell line SK-ES-1 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Male
Disease: Ewing sarcoma

Defining Citation: PMID:327080, PMID:833871, PMID:3518877, PMID:6220172,

PMID:8040301, PMID:8221663, PMID:8378080, PMID:8617485, PMID:9738976,

PMID:11423975, PMID:11891184, PMID:12054564, PMID:18082704, PMID:18160777,
PMID:19787792, PMID:20215515, PMID:21822310, PMID:22142829, PMID:22460905,
PMID:25010205, PMID:25223734, PMID:25877200, PMID:26351324, PMID:26428435,
PMID:26589293, PMID:27397505, PMID:28196595, PMID:29464090, PMID:30879952,
PMID:30894373, PMID:31068700, PMID:31978347, PMID:35839/778, PMID:36476851

Comments: Miscellaneous: The signal for the amelogenin "Y" allele is quite weak
(MSKCC)., Population: Caucasian., From: Memorial Sloan Kettering Cancer Center; New
York; USA., Part of: MD Anderson Cell Lines Project., Part of: Ewing Sarcoma Cell Line
Atlas (ESCLA)., Part of: COSMIC cell lines project., Part of: Cancer Dependency Map
project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: SK-ES-1

Synonyms: Sk-Es-1, Sk-ES-1, SK ES 01, SK-ES1, SKES-1, SKES1, SK-ES
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Ratings and Alerts
No rating or validation information has been found for SK-ES-1.

No alerts have been found for SK-ES-1.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 19 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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