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HelLa S3

RRID:CVCL_0058
Type: Cell Line

Proper Citation

JCRB Cat# IFO50011, RRID:CVCL_0058

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL 0058

Proper Citation: JCRB Cat# IFO50011, RRID:CVCL_0058

Description: Cell line HeLa S3 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Female
Disease: Human papillomavirus-related endocervical adenocarcinoma

Defining Citation: PMID:566722, PMID:978597, PMID:1180926, PMID:1522048,
PMID:3180844, PMID:3756862, PMID:3986962, PMID:6256643, PMID:6825208,
PMID:9290701, PMID:10338214, PMID:11416159, PMID:13286432, PMID:13531635,
PMID:14518029, PMID:16589695, PMID:19450234, PMID:23325432, PMID:23925245,
PMID:24185095, PMID:26550473, PMID:30175587, PMID:30778230, PMID:33205894

Comments: Anecdotal: The 'S’ series of HeLa clones was named after Dr. Florence
Sabin., Virology: Has at least 4 five HPV18 integration sites in the genome
(PubMed=26550473)., Population: African American., Part of: Naval Biosciences
Laboratory (NBL) collection (transferred to ATCC in 1982)., Part of: ENCODE project
common cell types; tier 2.

Category: Cancer cell line
Organism: Homo sapiens (Human)
Name: HelLa S3

Synonyms: Hela s3, HeLa-S3, HELA-S3, HelLa/S3, HeLa.S3, HelLa S 3, HelLa S-3,
HelLaS3, Hela, S3 clone, S3-HelLa, S3 HelLa

Cross References: BTO:BTO_0000568, CLO:CLO_0003695, CLO:CLO_0003696,
CLO:CLO_0003699, CLO:CLO_0050921, CLO:CLO_0050936, EFO:EFO_0002791,
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Ratings and Alerts
No rating or validation information has been found for HeLa S3.

Warning: Discontinued: ATCC; CRL-7924

Anecdotal: The 'S’ series of HeLa clones was named after Dr. Florence Sabin., Virology:
Has at least 4 five HPV18 integration sites in the genome (PubMed=26550473).,
Population: African American., Part of: Naval Biosciences Laboratory (NBL) collection
(transferred to ATCC in 1982)., Part of: ENCODE project common cell types; tier 2.

Data and Source Information

Source: Cellosaurus

Usage and Citation Metrics
We found 1315 mentions in open access literature.
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