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WM115
RRID:CVCL_0040
Type: Cell Line

Proper Citation

RRID:CVCL_0040

Cell Line Information

URL: https://web.expasy.org/cellosaurus/CVCL_0040

Proper Citation: RRID:CVCL_0040

Description: Cell line WM115 is a Cancer cell line with a species of origin Homo sapiens
(Human)

Sex: Female

Disease: Melanoma

Defining Citation: PMID:2253310, PMID:3020539, PMID:3856042, PMID:4053039,
PMID:11121133, PMID:15009714, PMID:15467732, PMID:15592718, PMID:16827748,
PMID:16957166, PMID:18632627, PMID:20164919, PMID:20215515, PMID:21424129,
PMID:22460905, PMID:25485619, PMID:26589293, PMID:27397505, PMID:28196595,
PMID:30894373, PMID:31068700, PMID:31978347, PMID:35839778

Comments: Caution: The reported STR profile from Wistar of this cell line was changed at
one point between February 2016 when we retrieved them and entered them in
Cellosaurus and May 2018. The major changes were: CSF1PO., Population: Caucasian.,
Part of: Wistar Institute melanoma cell line collection., Part of: MD Anderson Cell Lines
Project., Part of: Human Protein Atlas, Cell Atlas panel., Part of: COSMIC cell lines
project., Part of: Cancer Dependency Map project (DepMap) (includes Cancer Cell Line
Encyclopedia - CCLE).

Category: Cancer cell line

Organism: Homo sapiens (Human)

Name: WM115

Synonyms: WM-115, WM 115, WM115F, WM115-mel, WM115mel, WC00079
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Cross References: BTO:BTO_0003075, CLO:CLO_0009613, EFO:EFO_0002390,
CLDB:cl4727, CLDB:cl4728, ArrayExpress:E-MTAB-38, ArrayExpress:E-MTAB-783,
ArrayExpress:E-MTAB-2706, ArrayExpress:E-MTAB-2770, ArrayExpress:E-MTAB-3610,
ATCC:CRL-1675, BioGRID_ORCS_Cell_line:345, BioSample:SAMN10987773,
cancercelllines:CVCL_0040, Cell_Model_Passport:SIDM01000, CGH-DB:9323-4,
ChEMBL-Cells:CHEMBL3308813, ChEMBL-Targets:CHEMBL1075611, Coriell:WC00079,
Cosmic:886835, Cosmic:888868, Cosmic:897480, Cosmic:905236, Cosmic:909784,
Cosmic:932717, Cosmic:972277, Cosmic:1155268, Cosmic:1155547, Cosmic:1238102,
Cosmic:1238104, Cosmic-CLP:909784, DepMap:ACH-000304, ECACC:91061232,
EGA:EGAS00001000610, EGA:EGAS00001000978, EGA:EGAS00001002554,
ESTDAB:ESTDAB-066, GDSC:909784, GEO:GSM109022, GEO:GSM827472,
GEO:GSM887735, GEO:GSM888830, GEO:GSM1670576, GEO:GSM7701424,
GEO:GSM7701435, IARC_TP53:21271, IARC_TP53:24992, IGRhCellID:WM115,
IZSLER:BS TCL 74, LiGeA:CCLE_370, LINCS_HMS:50567, LINCS_LDP:LCL-1260,
Lonza:584, PharmacoDB:WM115_1662_2019, PRIDE:PXD030304,
Progenetix:CVCL_0040, PubChem_Cell_line:CVCL_0040, Rockland:WM115-01-0001,
Wikidata:Q54994157
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Ratings and Alerts

No rating or validation information has been found for WM115.

Warning:  Discontinued: ATCC; CRL-1675
Caution: The reported STR profile from Wistar of this cell line was changed at one point
between February 2016 when we retrieved them and entered them in Cellosaurus and
May 2018. The major changes were: CSF1PO., Population: Caucasian., Part of: Wistar
Institute melanoma cell line collection., Part of: MD Anderson Cell Lines Project., Part of:
Human Protein Atlas, Cell Atlas panel., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).
Warning:  Discontinued: Coriell; WC00079
Caution: The reported STR profile from Wistar of this cell line was changed at one point
between February 2016 when we retrieved them and entered them in Cellosaurus and
May 2018. The major changes were: CSF1PO., Population: Caucasian., Part of: Wistar
Institute melanoma cell line collection., Part of: MD Anderson Cell Lines Project., Part of:
Human Protein Atlas, Cell Atlas panel., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).
Warning:  Discontinued: ECACC; 91061232
Caution: The reported STR profile from Wistar of this cell line was changed at one point
between February 2016 when we retrieved them and entered them in Cellosaurus and
May 2018. The major changes were: CSF1PO., Population: Caucasian., Part of: Wistar
Institute melanoma cell line collection., Part of: MD Anderson Cell Lines Project., Part of:
Human Protein Atlas, Cell Atlas panel., Part of: COSMIC cell lines project., Part of: Cancer
Dependency Map project (DepMap) (includes Cancer Cell Line Encyclopedia - CCLE).
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Usage and Citation Metrics

We found 17 mentions in open access literature.
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